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Figure 2 
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Figure 3 
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FIGURE 4 

TCR alfa> 

MQLLEQSPQFLSIQE GENLT 
ATGCAaCTaCTaGAaCAaAGtCCTCAGTTTCTAAGCATCCAAGAGGGAGAAAATCTCACT 

VY CNSS SVFSSLQWY RQEPG 
GTGTACTGCAACTCCTCAAGTGTTTTTTCCAGCTTACAATGGTACAGACAGGAGCCTGGG 

EGPVLLVTVVTGGEV KKLKR 
GAAGGTCCTGTCCTCCTGGTGACAGTAGTTACGGGTGGAGAAGTGAAGAAGCTGAAGAGA 

LTFQFGDARKDSSLH ITAAQ 
CTAACCTTTCAGTTTGGTGATGCAAGAAAGGACAGTTCTCTCCACATCACTGCGGCCCAG 

PGDTGLYLCAGAGSQ GNLIF 
CCTGGTGATACAGGCCTCTACCTCTGTGCAGGAGCGGGAAGCCAAGGAAATCTCATCTTT 

GKGTKLSVKPNIQNP DPAVY 
GGAAAAGGCACTAAACTCTCTGTTAAACCAAATATCCAGAACCCTGACCCTGCCGTGTAC 

QLRDSKSS DKSVCLF TDFDS 
CAGCTGAGAGACTCTAAATCCAGTGACAAGTCTGTCTGCCTATTCACCGATTTTGATTCT 

QTNVSQSKDSDVYIT DKTVL 
CAAACAAATGTGTCACAAAGTAAGGATTCTGATGTGTATATCACAGACAAAACTGTGCTA 

DMRS MD FKSN SAVAW SNKS D 
G AC ATG AGGT CT ATGGACTTCAAGAGC AACAGTGCTGTGGCCT GGAGC AACAAATCTGAC 

FACANAFNNS IIPED TFFPS 
TTTGCATGTGCAAACGCCTTCAACAACAGCATTATTCCAGAAGACACCTTCTTCCCCAGC 

<TCR alfa linker c-jun> 
PESS PGGRIARLEEKVKTLK 
CCAGAAAGTTCCcccgggGGTAGAATCGCCCGGCTGGAGGAAAAAGTGAAAACCTTGAAA 

AQNSELASTANMLREQVAQL 
GCTCAGAACTCGGAGCTGGCGTCCACGGCCAACATGCTCAGGGAACAGGTGGCACAGCTT 

KQKVMNY* 
AAACAGAAAGTCATGAACTACTAG 
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FIGURE 5 



TCR beta> 

MVDGGITQSPKYLFRKEGQ-N 
ATGGTGGATGGTGGAATCACTCAGTCCCCAAAGTACCTGTTCAGAAAGGAAGGACAGAAT 

VTLSCEQN LNHDAMYW YRQD 
GTGACCCTGAGTTGTGAACAGAATTTGAACCACGATGCCATGTACTGGTACCGACAGGAC 

PGQGLRLI YYSQIVND FQKG 
CCAGGGCAAGGGCTGAGATTGATCTACTACTCACAGATAGTAAATGACTTTCAGAAAGGA 

D IAEGYSV SREKKESFPLTV 
GATATAGCTGAAGGGTACAGCGTCTCTCGGGAGAAGAAGGAATCCTTTCCTCTCACTGTG 

TSAQKNPTAFYLCASS SRSS 
ACATCGGCCCAAAAGAACCCGACAGCTTTCTATCTCTGTGCCAGTAGTTCGAGGAGCTCC 

YEQYFGPGTRLTVTEDLKNV 
TACGAGCAGTACTTCGGGCCGGGCACCAGGCTCACGGTCACAGAGGACCTGAAAAACGTT 

F PPEVAVFEP SEAE 1 S HT QK 
TTCCC ACCCG AGGT CGCTGTGTTTG AACC AT C AGAAGCAGAGATCTCCC ACACCCAAAAG 

ATLVCLATGFYPDHVELSWW 
GCC ACACTGGT GTGCCTGGCCAC AGGCTT CT ACCCCGACCACGTGGAGCT GAGCTGGT GG 

VNGKEVHSGVSTDPQPLKEQ 
GTGAATGGGAAGGAGGTGCACAGTGGGGTCAGCACAGACCCGCAGCCCCTCAAGGAGCAG 

PALN DSRYSLSSRLRVSATF 
CCCGCCCTCAATGACTCCAGATACTCCCTGAGCAGCCGCCTGAGGGTCTCGGCCACCTTC 

W QN PRN H FRCQVQ.FYGLSEN 
TGGCAGAACCCCCGCAACCACTTCCGCTGTCAAGTCCAGTTCTACGGGCTCTCGGAGAAT 
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DEWTQDRAKPVTQlVSAEAW 
GACGAGTGGACCCAGGATAGGGCCAAACCTGTCACCCAGATCGTCAGCGCCGAGGCCTGG 
<TCR beta linker c-fos> 

GRADPGGLTDTLQAET DQLE 
GGTAGAGCAGACcccgggGGTCTGACTGATACACTCCAAGCGGAGACAGATCAACTTGAA 

DKKSALQTEIAN LLKEKEKL 
GACAAGAAGTCTGCGTTGCAGACCGAGATTGCCAATCTACTGAAAGAGAAGGAAAAACTA 



EFILAAY* 
GAGTTCATCCTGGCAGCTTACTAG 
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TCR beta> 

MVDGGITQSPKYLFRKEGQN 
ATGGTGGATGGTGGAATCACTCAGTCCCCAAAGTACCTGTTCAGAAAGGAAGGACAGAAT 

VTLSCEQNLNHDAMYWYRQD 
GTGACCCTGAGTTGTGAACAGAATTTGAACCACGATGCCATGTACTGGTACCGACAGGAC 

PGQG LRL I YYS Q I VND FQKG 
CCAGGGCAAGGGCTGAGATTGATCTACTACTCACAGATAGTAAATGACTTTCAGAAAGGA 

DIAEGYSVSREKKE SFPLTV 
G ATAT AGCTG AAGGGT ACAGCGTCT CT CG GG AGAAGAAGGAATCCTTTC CTCTCACTGTG 

TSAQKNPTAFYLCASSSRSS 
ACATCGGCCCAAAAGAACCCGACAGCTTTCTATCTCTGTGCCAGTAGTTCGAGGAGCTCC 

YEQY FGPGTRLTVT EOLKNV 
TACGAGCAGTACTTCGGGCCGGGCACCAGGCTCACGGTCACAGAGGACCTGAAAAACGTT 

FPPEVAVFEPSEAE ISHTQK 
TTCCCACCCGAGGTCGCTGTGTTTGAACCATCAGAAGCAGAGATCTCCCACACCCAAAAG 

ATLV CLATGFY PDHVELSWW 
GCCACACTGGTGTGCCTGGCCACAGGCTTCTACCCCGACCACGTGGAGCTGAGCTGGTGG 

VNGK EVHSGVSTDPQP LKEQ 
GTGAATGGGAAGGAGGTGCACAGTGGGGTCAGCACAGACCCGCAGCCCCTCAAGGAGCAG 

PALN DSRYSLS SRLRVSATF 
CCCGCCCTCAATGACTCCAGATACTCCCTGAGCAGCCGCCTGAGGGTCTCGGCCACCTTC 

WQNPRNHFRCQVQFYGLSEN 
TGGCAGAACCCCCGCAACCACTTCCGCTGTCAAGTCCAGTTCTACGGGCTCTCGGAGAAT 



DEWTQDRAKPVTQIV SAEAW 
GACGAGTGGACCCAGGATAGGGCCAAACCTGTCACCCAGATCGTCAGCGCCGAGGCCTGG 

<TCR beta linker c-fos> 

GRADPGGLTDTLQAETDQLE 
GGTAGAGCAGACcccgggGGTCTGACTGATACACTCCAAGCGGAGACAGATCAACTTGAA 

DKKSALQTE IANLLKE KEKL 
GAC AAGAAGT CT GCGTTGCAG ACCGAG ATTGCCAATCT ACTG AAAGAGAAGG AAAAACT A 

linker Biotinylation tag> 
E FILAAYGSGGGLNDI FEAQ 
GAGTTCATCCTGGCAGCTTACggatccGGTGGTGGTCTGAACGATATTTTTGAAGCTCAG 



K I E W H * 
AAAAT CG AATGGC ATT AA 



mo 

FIGURE 7 
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FIGURE 11 



TCR alfa> 

MQK EVEQNSG PLSVPEGAIA 
atgCAGAAGGAAGTGGAGCAGAACTCTGGACCCCTCAGTGTTCCAGAGGGAGCCATTGCC 

SLNCTYSDRG SQSFFWYRQY 
TCTCTCAACTGCACTTACAGTGACCGAGGTTCCCAGTCCTTCTTCTGGTACAGACAATAT 



SGKSPELIMS IYSNGDKEDG 
TCTGGGAAAAGCCCTGAGTTGATAATGTCCATATACTCCAATGGTGACAAAGAAGATGGA 



RFTAQLNKASQYVSLLIRDS 
AGGTTTACAGCACAGCTCAATAAAGCCAGCCAGTATGTTTCTCTGCTCATCAGAGACTCC 



QPSDSATYLCAVTTDSWG KL 
C AG CCC AG T GAT T C AGCC AC CT ACC T C T GTG CC GTT AC AACTG AC AGCTGGGGG AAAT TG 



QeGAGTQVVVTPDIQNPDPA 
CAGTTTGGAGCAGGGACCCAGGTTGTGGTCACCCCAGATATCCAGAACCCTGACCCTGCC 



VYQLRDSKSS DKSVCL FTDF 
GTGTACCAGCTGAGAGACTCTAAATCCAGTGACAAGTCTGTCTGCCTATTCACCGATTTT 



DSQ T NVSQSKDS DVY ITDKT 
GATTCTCAAACAAATGTGTCACAAAGTAAGGATTCTGATGTGTATATCACAGACAAAACT 



VLDMRSMD FKSNSAVAWSNK 
G TGC T AG AC AT G AG GT C T AT GG ACT T C AAG AGC AAC AGTGC T G T GG CC T GG AGC AAC AAA 



SDFACANAFNNS II PEDTFF 
TCTGACTTTGCATGTGCAAACGCCTTCAACAACAGCATTATTCCAGAAGACACCTTCTTC 

<TCR alfa linker c-jun> 
PS PESS PGGRIARLEEKVKT 
CCCAGCCCAGAAAGTTCCcccgggGGTAGAATCGCCCGGCTGGAGGAAAAAGTGAAAACC 



LKAQNS ELASTANMLREQVA 
TTGAAAGCTCAGAACTCGGAGCTGGCGTCCACGGCCAACATGCTCAGGGAACAGGTGGCA 



QLKQKVMNY + 
CAGCTTAAACAGAAAGTCATGAACTACTAG 



FIGURE 12 



TCR beta> 

MN AGVTQ T P K FQV L KTG QSM 
a t gAACGCTGGTGTCACTCAGACCCCAAAAT TCC AGGTCCTGAAGACAGGACAGAGC ATG 



TLQCAQDMNHEYMSWYRQDP 
ACACTGCAGTGTGCCCAGGATATGAACCATGAATACATGTCCTGGTATCGACAAGACCCA 



GMGLRLI HYSVGAGITDQGE 
GGCATGGGGCTGAGGCTGATTCATTACTCAGTTGGTGCTGGTATCACTGACCAAGGAGAA 



VPNGYNVSRSTTEDFPLRLL 
GTCCCCAATGGCTACAATGTCTCCAGATCAACCACAGAGGATTTCCCGCTCAGGCTGCTG 



SAAPSQTSVY FCAS RPGLAG 
TCGGCTGCTCCCTCCCAGACATCTGTGTACTTCTGTGCCAGCAGGCCGGGACTAGCGGGA 



GR PEQYFG PGTRLTVTE DLK 
GGGCGACCAGAGCAGTACTTCGGGCCGGGCACCAGGCTCACGGTCACAGAGGACCTGAAA 



NVFPPEVAVFEPSEAEI SHT 
AACGTGTTCCCACCCGAGGTCGCTGTGTTTGAGCCATCAGAAGCAGAGATCTCCCACACC 



QKATLVCLATGFYPDHVELS 
CAAAAGGCCACACTGGTGTGCCTGGCCACAGGCTTCTACCCCGACCACGTGGAGCTGAGC 



WWVNGKEVHSGVSTDPQPLK 
TGGTGGGTGAATGGGAAGGAGGTGCACAGTGGGGTCAGCACAGACCCGCAGCCCCTCAAG 



EQ PALNDSRYALSSRLRVSA 
GAGCAGCCCGCCCTCAATGACTCCAGATAC gctC TGAGCAGCCGCCTGAGGGTCTCGGCC 



TFWQNPRNH FRCQVQFYGLS 
ACCTTCTGGCAGAACCCCCGCAACCACTTCCGCTGTCAAGTCCAGTTCTACGGGCTCTCG 



EN DEWTQDRAKPVTQIVSAE 
G AG AAT G ACG AGT GG AC CC AG G AT AGGGCC AAACCT G T C ACC C AG AT CGTC AG C GCCG AG 

<TCR beta linker c-fos> 
AWGRADPGGLTDTLQAETDQ 
GCCTGGGGTAGAGCAGACcccgggGGTCTGACTGATACACTCCAAGCGGAGACAGATCAA 
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LEDKKSALQTEIANLLKEKE 
CTTGAAGACAAGAAGTCTGCGTTGCAGACCGAGATTGCCAATCTACTGAAAGAGAAGGAA 

linker Biotinylation tag> 
KLEFILAAYGSGGGLNDIFE 
AAACTAGAGTTCATCCTGGCAGCTTACggatccGGTGGTGGTCTGAACGATATTTTTGAA 



AQ KIEWH* 
GCTCAGAAAATCGAATGGCATTAAGCTT 
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FIGURE 13 



TCR alfa> 

MQQKN DDQQVKQNS PSLSVQ 
a t gC AAC AG AAG AAT GAT G ACC AG C AAG TT AAG C AAAAT TC ACC ATCCCT G AGC GT CC AG 



EGRIS ILNC DYTNSMFDYFL 
GAAGGAAGAATTTCTATTCTGAACTGTGACTATACTAACAGCATGTTTGATTATTTCCTA 



WYKKYPAEG PTFLIS ISSIK 
TGGTACAAAAAATACCCTGCTGAAGGTCCTACATTCCTGATATCTATAAGTTCCATTAAG 



DKNEDGRFTVFLNKSAKHLS 
G ATAAAAATGAAGATGGAAGAT TCACTGTCT TCTT AAACAAAAGTGCC AAGCACCTCTCT 



LHIVPSQPG DSAVYFCAAME 
CTGCACATTGTGCCCTCCCAGCCTGGAGACTCTGCAGTGTACTTCTGTGCAGCAATGGAG 



GAQKLV FGQGTRLT INPNIQ 
GGAGCCCAGAAGCTGGTATTTGGCCAAGGAACCAGGCTGACTATCAACCCAAATATCCAG 



NPDPAVYQLRDSKSSDKSVC 
AACCCTGACCCTGCCGTGTACCAGCTGAGAGACTCTAAATCCAGTGACAAGTCTGTCTGC 



LFTDFDSQTNVSQSKDSDVY 
CTATTCACCGATTTTGATTCTCAAACAAATGTGTCACAAAGTAAGGATTCTGATGTGTAT 



ITDKTVLDMRSMDFKSNSAV 
ATCACAGACAAAACTGTGCTAGACATGAGGTCTATGGACTTCAAGAGCAACAGTGCTGTG 



AWSNKSDFACANAFNNSIIP 
GCCTGGAGCAACAAATCTGACTTTGCATGTGCAAACGCCTTCAACAACAGCATTATTCCA 

<TCR alfa linker c-jun> 
EDTFFPSPESSPGGRIAR LE 
GAAGACACCTTCTTCCCCAGCCCAGAAAGTTCCcccgggGGTAGAATCGCCCGGCTGGAG 



EKVKTLKAQNSELASTANML 
GAAAAAGTGAAAACCTTGAAAGCTCAGAACTCGGAGCTGGCGTCCACGGCCAACATGCTC 



REQVAQLKQKVMNY * 
AGGGAACAGGTGGCACAGCTTAAACAGAAAGTCATGAACTACTAG 



FIGURE 14 



TCR beta> 

MNAGVTQTPKFQVLKTG QSM 
atgAACGCTGGTGTCACTCAGACCCCAAAATTCCAGGTCCTGAAGACAGGACAGAGCATG 



TLQCAQDMNHEYMSWYRQDP 
ACACTGCAGTGTGCCCAGGATATGAACCATGAATACATGTCCTGGTATCGACAAGACCCA 



GMGLRLIHYSVGAG I TDQGE 
GGC ATG GGGC T G AGG C T G AT TC AT T ACTC AGT TGG T G CT GGT ATC AC TG AC C AAGG AG AA 



VPNGYNVSRSTTED FPLRLL 
GTCCCCAATGGCTACAATGTCTCCAGATCAACCACAGAGGATTTCCCGCTCAGGCTGCTG 



SAAPSQTS VYFCAS S Y PGGG 
TCGGCTGCTCCCTCCCAGACATCTGTGTACTTCTGTGCCAGCAGTTACCaGGaGGGGGGG 



FYEQYFGPGTRLTVTEDLKN 
TT T T ACG AGCAGT ACT T CGGGCCGGGC ACC AGGCT C ACGGT CAC AG AGG ACCTG AAAAAC 



V F PPEVAVFE PSEAE ISHTQ 
GTGTTCCCACCCGAGGTCGCTGTGTTTGAGCCATCAGAAGCAGAGATCTCCCACACCCAA 



KATLVCLATGFY PDH VELSW 
AAGGCCACACTGGTGTGCCTGGCCACAGGCTTCTACCCCGACCACGTGGAGCTGAGCTGG 



WVNGKSVHSGVSTDPQPLKE 
TGGGTGAATGGGAAGGAGGTGCACAGTGGGGTCAGCACAGACCCGCAGCCCCTCAAGGAG 



QPALNDSRYALSSRL RVSAT 
CAGCCCGCCCTCAATGACTCCAGATAC gctC TGAGCAGCCGCCTGAGGGTCTCGGCCACC 



FWQDPRN H FRCQV Q F YGLSE 
TTCTGGCAGgACCCCCGCAACCACTTCCGCTGTCAAGTCCAGTTCTACGGGCTCTCGGAG 



N DEWTQDRAKPVTQI VSAEA 
AATGACGAGTGGACCCAGGATAGGGCCAAACCCGTCACCCAGATCGTCAGCGCCGAGGCC 



<TCR beta linker c-fos> 
WGRADPGGLT DTLQAETDQL 
TGGGGTAGAGCAGACcccgggGGTCTGACTGATACACTCCAAGCGGAGACAGATCAACTT 



EDKKSALQTE IANLLKEKEK 
G AAGAC AAGAAGT CT GCGT TG CAG ACCGAG AT TGC C AAT CT ACT G AAAG AG AAGG AAAAA 

linker Biotinylation tag> 
LEFILAAYGSGGGLNDIFEA 
CTAGAGTTCATCCTGGCAGCTTACggatccGGTGGTGGTCTGAACGATATTTTTGAAGCT 



Q K I E W H * 
CAGAAAATCGAATGGCATTAAGCTT 
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FIGURE 15 



A 

Poly-C 'anchor primer' : 
Xho I 

5'- TBA AIA CTC GPG GOG Q3C CDC CDC CDC <XC OtC -3' 



B 

TCR a chain constant region specific primer 
Xtna. X 

5'- AIA IRA CTC QOG GAA OCA GOT OOC G?C MS A£C ITT CIG G9C TOG <33A -3 



c 

TCR p chain constant region specific primer: 



Xra I 

5'- MA TAA OOC Q3G GftA OCA GOT CDC CZC ACT CDS CIC TEC CDC PGG OC -3' 
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FIGURE 16 



A 

c~jun 5' primer. 

Xna I 

B 

c-jun 3' primer. 

Xho I 

Bam HI 

c 

c-fbs 5' primer 

Xna I 

D 

c-/os 3' primer: 

Xho I 

5 ,_ rxjKxuz^ -3' 

Bam HI 
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FIGURE 18 



Mutation of cysteine to serine, forwards (sense) primer, indicating amino acid 
sequence and the mutation: 

C 
I 

D S R Y S L S S 
5'- GAC TQC AGA TAC AQC CIG AGC AQC CG -3' 



B 

Mutation of cysteine to serine, backwards (nonsense) primer 
5'- CG OCT OCT CAG GCT GIA TOT GG& GIC -3' 



Mutation of cysteine to alanine, forwards (sense) primer, indicating amino acid 
sequence and the mutation: 

C 
I 

DSRYALSS 
5'- GAC ICC AGA TAC OCT CIG AGC AGC OG -3' 



D 

Mutation of cysteine to alanine, backwards (nonsense) primer 



5'- CG GOT GCT CAG AGC GTA. TCT QGA GIC -3' 
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FIGURE 19 
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FIGURE 20 



A 

^S^^t Val0 2 ^ ° f ^ ^ ****** Matrix peptide- 

MQll eqspoft 

5 - gc±ctagac^fflS CAa Cte. CTa GAa CAa AGt CCT CAG TTT CTA 

S I Q E 
AQC ADC CAA GAG G -3' 



B 

HSo^TSsS^d ^- V P^ chain of the JM22 Influenza Matrix peptide- 

MVDGGITQS 
5'- gctcfcagacal^aS GIG GAT GST QGA ATC ACT CAG TCC C -3' 

c 

ffi^rSSteiTC^ ^ Ch3in ° f Muen2a nucleoprotein peptide- 

c, MDSVTQM QGQ V 

5 " gctctagasat ^03 GAt TCt GTt ACt CAa ATG CAa QGt CAa GIG 

Nae I 



T L S S 
AOC CTC TCA. TCA G -3' 
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FIGURE 20 (continued) 



D 

ffi^r£5SS°jS VPU ^ ° f te Mue - a nucleoprotein peptide 

MEPTNAGVIQ 
5 - gctctagacaL SHE Gfla QCa 2Ca AAt GCt QGt GTt ATC CAA 

T P R H 
ACA OCT AQG CAC -3 ' 



E 

LSSSSd^ KUman Va23 ^ ° f * e 003 HIV-1 Gag peptide-HLA- 

MKQEVTQI 

5'- ggaattxsat atg aaa CAa gag art Aca caa att cc -t 

Nt3e I 



F 

SSd^ hUman VP51 chain of the 003 HIV-1 Gag peptide-HLA- 



MKAGVTQT 
5'- ggaattccat ata AAa OCT QGA GTt ACT CAA ACT OC -3' 
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FIGURE 20 (c ntinued) 



P rimer for ^ human Va2.3 chain of the HTLV-1 Tax peptide-HLA- 
A0201 restricted A6TCR: p F 

MQKEVEQK 
5' -cccccc gat ATC CAG AAG GAA GIG GAG CAG AAC -3' 
Nde I 



H 

^' Primer for the human VP12.3 chain of the HTLV-1 Tax peptide-HLA- 
A0201 restricted A6TCR: V F 

MKAGVTQT 
5'- ooococ cat AUG AAC OCT OCT GIC ACT CAG ADC -3' 



I 

^^fe wSafc 1 ^ Val7 ' 2 ° f ^ HILV " 1 Tax p^h^- 

MQQKNDDQQV 
5' -cccccc cat ATC CAA CAa AAa AAT GAT GAC CAG CAA GIT 
N3e I 



K Q N 
AAG CAA AAT -3 ' 
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FIGURE 20 (continued) 



J 

loSSS 1 "" 3 " VP123 d " fa ° f ^ TaX P^e-HLA- 

MNAGVTQTPKF 
5' -ccccoc catL^IS AAC GCT QGT GVC ACT CAG ACC OCA AAA TIC 
Nde I 

Q 

CAG -3' 



K 

3' PCR primer for human Ca chains, generally applicable: 

5'- cataca ccc ggg GGA ACT tic TOG OCT qqg gaa GAA QG -3' 
2Sna I 



L 

3' PCR primer for human CP chains, generally applicable: 

5'- cataca gcc qqq GIC TOC TOT AOC CCA QGC CTC -3' 
Xtaa I 
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FIGURE 21 



ICR alfa> 

MQLLEQSPQFLS IQEGEN LT 
ATGCAaCTaCTaGAaCAaAGtCCTCAG^ 

VYCNSSSVFSSLQWYRQEPG 
GTGTACTGCi^CTCCTCAAGTCj 

EGPVLLVTVVTGGE VKKLKR 
GAAGGTCCTGTCCTCXrrGGrcAC^ 

LTFQFGDARKDSSLHITAAQ 
CTAACCTTTCAGTTTGGTGATGC^ 

PGDTGLYLCAGAGSQGNLIF 
CCTGGTGATAC^GGCXTICTACCT 

GKGTKLSVKP NI QNPDPAVY 
GGAAAAGGCACTAAACTCTCTGTTAAACCA^ 

QLRDS KSSDKSVCLFTDFDS 
CAGCTCAGAGACTCTAAATCXZAGTGACAA^ 

QTNVSQSKDSDVYITDKTVD 
CAAACAAATG^TCTCACAAAGTAAGGATTC^ 

DMRSMDFKSNSAVAWSNKSD 
GACATGAGGTCTATGGACTT^ 

FACANAFNNS I I PEDTFF PS 
TTTGCATGTGCAAACGCOTTC 

<TCR alfa lioj£gC c-jun> 
PESSPGGRIARLEEKVKTLK 
CCAGAAAGTIXXIcccgggQGTAGAATC^^ 

AQNSELASTANMLREQVAQL 
GOTCAGAACTCXX2AGCTGGCGTCCACG 



KQKVMNY* 
AAACAGAAAGTCATGAACTACTAG 
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FIGURE 22 



TCR beta> 

MV D GGITQSPKYLFRKEGQN 
ATQGTaaroGTOGAft^^ 

V T L S C B QN&NHDAMYWYRQD 
GTGACCCTCAGrriOTQftAC^ 

P.G Q 6 L R L I YY S Q I V N DF Q KG 
CCAGGGCAAGGGCTGSyGATTCATC 

DIAEGYSV SREKKESFPLTV 

T S A Q K N P T A F YLCASSSRS Sq 
ACATCX3GCXXAAAAGa^ACCOGflCA l^ 

YEQYFGPGTRIiTVTEDLKNV 
TACGAGCaGrrACTroGGQCCGGGX^^ 

F P P E V A V F B P S BAB I S HT QK 
TTOOCACCCGAQgrOG CT^^ 

ATLVCLATGFYP DHVELS WW 
GCCACAC aWIVl\J U lU TJU^ ^ 

VNGKBV HS GVSTDPQPLKEQ 
CSTGaATOGGAAGGAGGTGCACASTCGG 

PALNDSRYCLSSRL RV SATF 
(XX3QCCXTC3tfm5ftCIXX^^ 

WQNPRNHF RCQVQFYGL SEN 

D B W TQDRAKPVTQIVSAEAW 

GACG3WOTGG3\CCCAGGAIAGGGCCAA 

<TCR beta linker c-fos> 

GRADFGGItT DTLQ AETDQLE 
CSGTAGAGCAGACcccgggGGTCTGACTGAT^ 

DKKS A £■ Q T B IANLLKEK EKL 
GACAAGAAGTCTGCXaTIXXAGACCGAGAT^ 



EFILAAY* 
GAGTTCATCCTQGCAGCTTACTAG 
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FIGURE 23 



ICR alfa> 

MNYSPALVTVMLFVFGRTHG 
ATGAAeTATTCTCCAGCTTTAGTGAC^ 

DSVTQMQG QVTLSEDDFLF I 
GACICAGTAACCCAGATGCAAGGTCAA^ 

NCTYSTTWY PTLFWYVQYPG 
AACIXSTACTrATrCAACXIACATG 

EGPQLLLKVTTANNKGISRG 
GAAGGTCCACAGCTCCTITIXSAAAGT^^ 

FEATYDKG TTSFHLQKASVQ 
TTTGAAGCTACATAIX^TAAAGGAACAACG 

E S D SAVYY C V I* G D R Q G G R A L 
GAGTCAGACTCnX^CTGTGTT^ 

IFGTGTTV SVSPNIQNPEPA 
ATATITOSAACAGGAACCaOOTAT^ 

VYQLKDPRSQDSTLCLFTDF 
GTCTACCAGTTAAAAGATOCTC^^ 

DSQINVPKTME SGTFITDKT 
GACTCCCAAATCAATGTGCraA^ 



VLDMKAMD SK SNGAIAWSNQ 
GTGCTGGACATGAAAGCTATGGATTCC^^ 

TSFTCQDI SKETNATYPS SD 
ACAAGCTTCACCTCCCAAGATATOT 

<TCR alf a linker c-jun> 

VPGGRIARLEEKVKTLKAQN 
GTITccc^ggGGTAGAATCGCCCGGC^ 

SELASTANMLREQVAQLKQK 
TCGGAGCTGGCXJIXX^CGG^ 

V M N Y * 
GTCATGAACTACTAG 



FIGURE 24 



TCR beta> 

MK AGVTQ T PRY L I KT RGQQV 
ATGAAAGCTGGAGTTACTCAAACT^ 

TLSCSPI SG HRSVSWYQQTP 
ACACTGAGCTGCTCOXTATCrc^^ 

GQGLQFLFEYFSETQRNKGN 
GGACAGGGCCTK^GTTCCTCT^ 

FPGRFSGRQF SNSRS EMNVS 
TTCCCTGGTCGATTCTCAQGXSOGCX^ 

TLELGDSALYLCASSFDSGN 
ACCTTGGAGCTGGGGG^CTCGGC^ 

SPLHFGNGTRLTVTEDLMKV 
TCACCCXirrCXZACTTIX3GGAACG 

F PPEVAVF E P S EAE I SHT QK 

ATLVCLATGFFPDHVELSWW 
GCa^CTGGTCTCCXTO^^ 

VNGKEVHSGVSQDPQPLKEQ 
GTGAATGGG&AGGAGGTGX^CftGO^^ 

PALNDSRYSLSSRLRVSATF 
CCCGCCCTC^TGACTCCAGATACAGCCTG^ 

WQNPRNHFRCQVQFYGLSEN 
TCKXAGAAOXXXX3CAACCACTO 

DE WTQDRAK PVTQIVSAEAW 
GA05MnGG3*C(XAGGAT^ 

<TCR beta linker c-fos> 
GRADPGGLTDTLQAETD QLE 
GGTAGAGCAGACCCCGGGGGTCTGACTGATACACTC^ 

DKKSAL.QTE I ANLL.KEKEKL 
GAC^AGAAGTCTGCGTTGCAGAC^ 



EFILAAY* 
Gi^ITCATCCTGGCAGCTTACTAG 
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FIGURE 25 



TCR alfa> 

MKQ EV T QIPAALSVPEGEN L 
ATCAAACAAGAAGOTACACAGA^ 



VLNCSFTDSAIYNLQWFRQD 
GTTCTCAACTGOUnTTCACT^ 

PGKGLTSLLLIQSSQREQ. TS 
CCIXSGG&AAGCTCTCAC^ 

GRLNA SLDKSSGRSTLYIAA 
GGAAGACTTAATCXCTOSCTC^ 

SQPGDSAT YLCAVTNFNKFY 
TCTCAGCCTGGTGACICAGCCACOT 

FGSGTKLNVKPNIQNPDPAV 
TTTGGATCTGGG^UXAAACTCAATGTAAAAC^ 

YQLRDSKSSDKSVCLFTDFD 
TACCAGXITrGAGAGACTCTAAATCCA^ 

SQTNVSQSKDSDVYITDKTV 
TCn^AACAAATOKJTCACAAA^ 

LDMRSMDFKSNSAVAWSNKS 
CTAGACATCAGGTCTMXSGA^ 

D F ACANAFNNSI IPEDTFFP 
GACTTTGCATGTGCAAACGCCrTC^ 

<TCR alf a linker c- jun> 
SPES SPGGRIARLEEKVKTL 
AGCCCAGAAAGTTCCcccgggGGTAGAATCGCXXXSGCT^ 



KAQNSELASTANMLREQVAQ 
AAAGCTCAGAACTCQGAGCTGGCG^ 



LKQKVMNY* 
CTTAAACAGAAAGTCATGAACTACTAG 
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FIGURE 26 



ICR beta> 

MKAGVTQT PRYLIKTRGQQV 
ATGAAAGX^KXaGTTACTCAAA^ 

TLSCSPISGHRSVSWYQQTP 
ACACTGAGCTGCTCXXX?r^^ 

GQ GLQFLF EYFSETQRNKGN 
GGACAGGGCCTTCAGTTCCICTT^ 

F PG RFSGR QF.SNSRS E MNV.S 
TTCCCTGGTCGATTCTC»QGGCXK^ 

TLELGDSAL YLC ASSFDSGN 
ACCTTGGAGCTGGGQGACTCX3GC^ 

S PL HFGNG TRLT. VTEDLNKV 
TCACCCCTCX^CITTGGG 

FPPEVAVFEPSEAEI SHTQK 
TTCXrCACCCGAGGTOOTCT^ 

ATLVCLATGFFPDHVELSWW 

VNGKEVHS GVSQDPQPLKE Q 
GTGMTGGGAAGGAGGTOCACAGTGGGGTCft^^ 

PALMDSRYSLSSRLRVSATF 
CCCGCCXTTCAATGACIXXAGA^ 

WQNPRNH F RCQVQFYGti SEN 
TGGCAGAACXraXXXMC^^ 

DEWTQDRAKPVTQ IVSAEAW 
GACGACnKSGACCCAGGATAGGGCCAA^^ 

<TCR beta linker c-fos> 
GRADPGGLTDTLQAETDQLE 
GGTAG&GCAGACcccgggGGTCTGACTGAT^ 

DKKSALQTE IANLLKEKEKI* 
GACAAGAAGTCTGCCTTCCAC^ 



EFILAAY* 
GAGTTCATCCTGGCAGCTTACTAG 
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FIGURE 27 



ICR alfa> 

MQKEVE QN S G PL SVPE6AXA 
atgCAGABGGAAGIOGAGCZtf^^ 

SLNCTY SDRG SQ SFFWYRQY 
SGKS PELIMSIYSNGDKEDG 



QPSDSATYLCAVTTDSWGKL 



QFGAGT QV V V TPDIQNPDPA 



VYQLRD SKSSDKSVCLFTDF 



DSQTNVSQ SKDSDVYITDKT 
VLDMRS MD FKSNSAVAWSNK 



SDFA CANAFNNS ri PEDTFF 

<TCR alfa liHlcwt- C-jUTE> 
PS PE SS PGGRIARLEEKVKT 
CCX^GO0CaGAAftGfITCX>=CCgggQG 



LKAQNS ELASTANMLREQVA 
TTGAAftGCTCftGAACTGGGRGCITOaG 



QLKQKVMNY* 
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FIGURE 28 



ICR beta> 

MNAGVTQT PKFQVLKTGQSM 
TL QCAQDMNHEYMSWYRQDP 



G M G L RIi XH Y S V G A G XTD QGE 




GRPEQYFG PGTRLTVTEDLK 



NVFP PEVAVFEPSEAE ISHT 
QKAT IiVCLATGFYPDHVEL S 




EQ PALN DS RY&LSSRLRVSA 



TFWQNPRNHFRCQVQFYGLS 

EN DE WT QD RA KP VT QI V 5 A E 
GBGftAlGRa3ft3roGACX^ 

<TCR beta i iniopr c-fos> 
AW GRAD PG GLTD TLQA ET DQ 
QCCIGQQG7IBGACX2^ 



Cbnfcinuerf 
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FIGURE 28 (continued) 



LE DKKSALQTEIANLL KEKE 



t-iTtor Biotirxylation tag> 
KLEFILAAYGSGGGLN D I F E 

AAflcraG^ ni^u j i t a QcaGc^^ 



AQKIEWH* 
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FIGURE 29 



OCR al£a> 

MQQKNDDQQVKQN S PSLSVQ 

EGRI SILNCDYTNSMFDYFL 

WYKKYPA EGPTFLI S I S S IK 

DKNEDGRFTVFLNKSAKHLS 

LHI VPS Q PGDSAVYFCAAME 

GAQKLVF GQGTRLTINPNIQ 

N P D P A V YQLRDSKSSDKSVC 

LFTDFDS QTNVSQSKDSDVY 

ITDKTVLDMRSMDFKSNSAV 

AWSNKSDFACANAFNNSIIP 

<CCR alfa Unfair c-jun> 
EDTFFPS PESSPGGRIARLE 
GAfiGACAOCTICTICaO^^ 

EKVKTLKAQNSELASTANML 
REQVAQL KQKVMNY* 
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FIGURE 30 



ICR beta> 

MNAGVTQT PKFQVLKTGQSM 



T L* Q C A Q 



DMNHEYMSWYRQDP 



VPNGYNVS RSTTEDFPLRLL. 

S AAP SQTS VYFCASSYPGGG 

FYEQYFGP GTRLTV. TEDLKN 

VFPPEVAVFEPSEAEISHTQ 

KATLVCLATGFYPDHVELSW 

GaCCTTCraSOTIGAGCIGG 

WVNGKEVH SGV STDPQPLKE 
QPALNDSRY&LSSRLRVSAT 



FWQDPRNHFRCQVQFYGLSE 

:TIOTQCIGICMGia^ 



NDEWTQDRAKPVTQIVSAEA 



Continued 
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FIGURE 30 (continued) 



<TCR beta itnlssi c-fos> 
WGRADPGGLTDTLQAETDQL 



EDKKSALQTEIANLLKEKEK 

•j-ijikgr Biotinylatlon tag> 
LEFILAAYGSGGGLND I F E A 



Q K I E W H * 
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FIGURE 31 



ICR beta> 

MNAGVTQT PKFQVL KTGQ SM 
T L QCAQDMNHEYMSWYRQDP 



GMGLRLIH YSVGAG ITDQGE 




S A A P SQTSVYFCAS R P G I* A G 
GR PEQYFGPGTRLTVTEDLK 
NV FP PEVAVF EPSEAEISHT 



QK ATtiVCLAT GFYPDHVBLS 



EQ PALNDSRYALSSRLRVSA 



TF WQDPRNHF RCQVQFYGLS 



EN 0EWT QDRA KPVT QIVSAE 



Continued — 
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FIGURE 31 (continued) 



<VCR beta linker c-fos> 
AWGRAD PGGLTDTLQAETDQ 



LEDK KSALQTE IANLLKEKE 

T-irikBar Biotin/latioffi tag> 
KL EF ILAAYGSGGGLND I F E 

AABcnac^riamxTO3^^ 



AQKIEWH* 



42/60 



FIGURE 32 



IiiDlSgC<-> f OS 

PGG LTDTLQAETD Q 
5'- ccc ogg GOT CIG ACT GAT ACA CTC CAA GOG GAG ACA GAT CAA 
Xna I 



L E D K K S A L Q T E I AN L 
CTT GAA GAC AAG AAG TOT GOG TIG GAG AGC GAG ATT GCC AAT CEA 



<-lin 

LKEKEKLEF ILAAYG 
CIG AAA GAG AAG GAA AAA CEA GAG TIC ATC CIG GCA GCT TAG aoa 

Bam 



Ker-> <- biotit^lation tag 

SGGGLND IFEAQKI E 
£CC GOT GOT OCT CTG AAC GAT ATT TIT GAA GCT CAG AAA ATC GAA 
HE 



W H * 
TGG CAT TAA GCT T -3 ' 
Hind III 
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FIGURE 33 



A 

Reverse primer: 

5- jcacac sajcc gia m: use gsc got gm cic GKr Trr ^ 



3' ^ 
Bam HI 
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FIGURE 34 
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Figure 39 



FIGURE 40 
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FIGURE 44 
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